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families. James Jaworski, Brian W. Kunkle, Farid Rajabli, Larry Adams, Takiyah 
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●​ Investigating ancestry specific differences in APOE function using induced 
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●​ Identification of functional variants in the African local ancestry region 
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●​ Utilizing CRISPR to Investigate an Ethnic Specific Deletion in ABCA7. Holly N. 
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●​ The Alzheimer’s Disease Sequencing Project – Follow Up Study (ADSP-FUS): 
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