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of Alzheimer’s disease. Eden R. Martin, Shuming SunSusan H. Slifer, Adam C.
Naj, Xiaoyi R. Gao, and Yi-Ju Li, for the Alzheimer Disease Genetics
Consortium (ADGC)

The Alzheimer’s Disease Sequencing Project - Follow Up Study (ADSP-FUS):
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Margaret A. Pericak-Vance, Michael L. Cuccaro
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Mechanisms for the protective effect of APOE2 against Alzheimer disease is
linked to tau and the classical complement pathway. Jun GR, Zhu C, Panitch R,



d
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Carlos Cruchaga, and Bruno A. Benitez

Common andrare variantsin Alzheimer’s Disease genes are associated with
episodic memory in South Asians from the LASI-DAD Study. Wei Zhao,
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