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in the Midwestern Amish and Across Diverse Ancestries. Michael D. 
Osterman1,2, Yeunjoo E. Song1, Nicholas R. Wheeler1, Renee A. Laux1, Larry D. 
Adams3, Laura J. Caywood3, Michael B. Prough3, Jason E. Clouse3, Sharlene 
D. Herington3, Susan H. Slifer3, Audrey Lynn1, Jacquelaine Bartlett1, M. 
Denise Fuzzell1, Sarada L. Fuzzell1, Sherri D. Hochstetler1, Kristy L. Miskimen1, 
Leighanne R. Main2,4, Daniel A. Dorfsman3,5, Paula Ogrocki6,7, Alan J. 
Lerner6,7, Jeffery M. Vance3,5, Michael L. Cuccaro3,5, William S. Bush1,2, 
William K. Scott3,5, Margaret A. Pericak-Vance3,5, Jonathan L. Haines1,2, 
Alzheimer’s Disease Sequencing Project (ADSP)​
1Department of Population and Quantitative Health Sciences, Case Western 
Reserve University School of Medicine, Cleveland, OH, USA; 2Cleveland 
Institute for Computational Biology, Case Western Reserve University, 
Cleveland, OH, USA; 3John P. Hussman Institute for Human Genomics, 
University of Miami Miller School of Medicine, Miami, FL, USA; 4Department of 
Genetics and Genome Sciences, Case Western Reserve University School of 
Medicine, Cleveland, OH, USA; 5Dr. John T. Macdonald Foundation 
Department of Human Genetics, University of Miami Miller School of 
Medicine, Miami, FL, USA; 6Department of Neurology, University Hospitals 
Cleveland Medical Center, Cleveland, OH, USA; 7Department of Neurology, 
Case Western Reserve University School of Medicine, Cleveland, OH, USA 

●​ Mosaic Loss of Chromosome Y in Peripheral Blood Cells and Cognitive 
Status in the Amish. Yeunjoo E. Song1,2, Kristy L. Miskimen1, Renee A. Laux1, 
M. Denise Fuzzell1, Sarada L. Fuzzell1, Sherri D. Miller1, Leighanne R. Main2,3, 
Michael D. Osterman1,2, Audrey Lynn1,2, Michael B. Prough5, Susan H. Slifer5, 
Larry D. Adams5, Laura J. Caywood5, Jason E. Clouse5, Sharlene D. 
Herington5, Daniel A. Dorfsman5, Jeffery M. Vance5,6, Michael L. 
Cuccaro5,6, Paula K. Ogrocki4, Alan J. Lerner4, William K. Scott5,6, Margaret 
A. Pericak-Vance5,6, William S. Bush1,2, and Jonathan L. Haines1,2,3​
1Department of Population and Quantitative Health Sciences, Case Western 
Reserve University, Cleveland, OH, USA, USA; 2Cleveland Institute for 
Computational Biology, Case Western Reserve University, Cleveland, OH, 
USA; 3Department of Genetics and Genome Sciences, Case Western 
Reserve University, Cleveland, OH, USA, USA; 4Brain Health and Memory 
Center, University Hospital, Cleveland, OH, USA, USA; 5Hussman Institute for 
Human Genomics, University of Miami School of Medicine, Miami, FL, USA; 



 

6Dr. John T Macdonald Foundation Department of Human Genetics, 
University of Miami Miller School of Medicine, Miami, FL, USA 

●​ Detecting genetic loci for preservation of cognition in the Midwestern United 
States Amish. Leighanne R Main1,2, Yeunjoo E Song1,2, Renee Laux1, Kristy 
Miskimen1, Michael L Cuccaro3, Paula Ogrocki4,5, Alan J Lerner4,5, Jeffery M 
Vance3, M Denise Fuzzell1, Sarada Fuzzell1, Sherri D Hochstetler3, Michael 
Osterman1,2, Audrey Lynn1, Daniel Dorfsman3, Laura J Caywood3, Michael B 
Prough3, Larry D Adams3, Jason E Clouse3, Sharlene D Herington3, William K 
Scott3, Margaret A Pericak-Vance3 and Jonathan L Haines1,2​
1Department of Population and Quantitative Health Sciences, Case Western 
Reserve University School of Medicine, Cleveland OH, USA; 2Cleveland 
Institute of Computational Biology, Case Western Reserve University School 
of Medicine, Cleveland, OH, USA;  3John P. Hussman Institute for Human 
Genomics, University of Miami Miller School of Medicine, Miami, FL, USA; 
4Department of Neurology, University Hospitals Cleveland Medical Center, 
Cleveland, OH, USA; 5Department of Neurology, Case Western Reserve 
University School of Medicine, Cleveland OH, USA 

●​ Distinct features of rapidly progressive Alzheimer’s disease. Ping Wang1, 
Audrey Lynn1, Yeunjoo E. Song1,2, Jonathan L. Haines1,2​
1Department of Population and Quantitative Health Sciences, Case Western 
Reserve University School of Medicine, Cleveland OH, USA; 2Cleveland 
Institute of Computational Biology, Case Western Reserve University School 
of Medicine, Cleveland, OH, USA 

●​ Identifying context-specific genetic variants and molecular pathways 
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response. Yousef Mustafa 1, 2, Adam C. Naj 3,4, Jennifer E. Below 5, William S. 
Bush 1.​
1) Cleveland Institute for Computational Biology, Department of Population 
and Quantitative Health Sciences, Case Western Reserve University, 
Cleveland, OH, United States; 2) System Biology and Bioinformatics, 
Department of Nutrition, Case Western Reserve University School of 
Medicine, Cleveland, OH, United States; 3) Department of Biostatistics, 
Epidemiology, and Informatics, University of Pennsylvania Perelman School 
of Medicine, Philadelphia, PA; 4) Department of Pathology and Laboratory 
Medicine, University of Pennsylvania Perelman School of Medicine, 
Philadelphia, PA; 5) Vanderbilt Genetics Institute and Division of Genetic 
Medicine, Department of Medicine, Vanderbilt University Medical Center, 
Nashville, TN, USA. 



 

●​ Leveraging the use of meta-analysis summary statistics to improve gene 
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Beecham, Derek M. Dykxhoorn, Anthony J. Griswold, Margaret A. 
Pericak-Vance. 

●​ Exploring effect of known Alzheimer disease genetic loci in the Peruvian 
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Michael L. Cuccaro1,2, Jeffery M. Vance1,2, Goldie S. Byrd3, Jonathan L. 
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Caribbean Hispanic patients. Anisley Martinez, Farid Rajabli, Esther Gu, 
Sergio Tejada, Erika Negro, Humberto Acosta, Baumel, Camargo, Sun, Jeff 
Vance, Mike Cuccaro, Margaret Pericak-Vance, Karen Nuytemans. 
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Carlos Cruchaga, PhD1,2,3 and Yun Ju Sung, PhD1,2,​
(1)Washington University in St. Louis School of Medicine, St. Louis, MO, USA, 
(2)NeuroGenomics and Informatics Center, St. Louis, MO, USA, (3)Hope 
Center for Neurological Disorders, St. Louis, MO, USA 

●​ A large-scale genome-wide association study of early-onset Alzheimer 
disease. Achal Neupane, PhD1,2;  Eder Lucio da Fonseca, PhD4; Jiji 
Thulaseedhara Kurup, PhD7; Margaret A. Pericak-Vance, PhD3,4; Eden R. 
Martin, PhD3,4; Gerard D. Schellenberg, PhD5; Christiane Reitz, MD PhD6,7; 
Gary W. Beecham, PhD 3,4; Carlos Cruchaga, PhD1,2; and Victoria 
Fernandez, PhD1,2 

●​ GWAS for CSF TREM2 levels identify new variants implicated on TREM2 
biology and Alzheimer disease. Samira Mafimoghaddam, PhD1,2, Lihua 
Wang, PhD1,2, Priyanka Gorijala, Msc1,2, Jigyasha Timsina, Msc1,2, Niko 
Nykanen, PhD1,2, Fengxian Wang, PhD1,2, Marta Marquié, MD, PhD3,4, Mercè 
Boada, MD, PhD3,4, Ignacio Alvarez, MSc5, Miquel Aguilar, Msc5, Pau Pastor, 
MD, PhD5, Agustín Ruiz, MD, PhD3,4, Yun Ju Sung, PhD1,2 and Carlos 



 

Cruchaga, PhD1,2,6.​
(1)NeuroGenomics and Informatics Center, St. Louis, MO, USA, 
(2)Washington University in St. Louis School of Medicine, St. Louis, MO, USA, 
(3)Networking Research Center on Neurodegenerative Disease (CIBERNED), 
Instituto de Salud Carlos III, Madrid, Spain, (4)Research Center and Memory 
Clinic, Fundació ACE Institut Català de Neurociències Aplicades – Universitat 
Internacional de Catalunya (UIC), Barcelona, Spain, (5)Memory Disorders 
Unit, Department of Neurology, Hospital Universitari Mutua de Terrassa, 
Terrassa, Barcelona, Terrassa, Spain, (6)Hope Center for Neurological 
Disorders, St. Louis, MO, USA 

●​ Genetic architecture of plasma Alzheimer disease biomarkers. Joseph 
Bradley, Priyanka Gorijala, Suzanne E. Schindler, Yun Ju Sung, Samira 
Mafimoghaddam, Fengxian Wang, Carlos Cruchaga 

●​ GWAS of Genetic Resilience  to Age-Related Risk for Alzheimer’s Disease in 
Admixed African Ancestry Individuals. Michael  E.  Belloy1,  Yann  Le  Guen1, 
Sarah  J.  Eger1,Valerio  Napolioni2, Zihuai  He1-3, Elizabeth 
Mormino1,andMichael D. Greicius1,for the Alzheimer’s Disease Neuroimaging 
Initiative.​
1Department of Neurology and Neurological Sciences, GreiciusLab, 
Stanford University, Stanford, CA, 94305, USA2School of Biosciences and 
Veterinary Medicine, University of Camerino, Camerino, 62032, 
Italy3Quantitative Sciences Unit, Department of Medicine, Stanford 
University, Stanford, CA, 94304, USA 

●​ Overlap of genetic risk for Lewy body and Alzheimer’s diseasepathology. 
Seth Talyansky1, Yann Le Guen1,2, PhD, Kaitlyn Pham1, Michael E. Belloy1, 
PhD,Nandita Kasireddy1, Michael D. Greicius1, MD, MPH​
1Department of Neurology and Neurological Sciences, Stanford University, 
Stanford, CA, USA2Institut du Cerveau – Paris Brain Institute – ICM, Paris, 
France 

●​ Sex-specific genetic predictors of memory, executive function, and 
language performance. Jaclyn M. Eissman, BS1,2, Alexandra N. Smith, MS1,2, 
Shubhabrata Mukherjee, PhD, MS3, Michael L. Lee, PhD, MPH3, Seo-Eun 
Choi, PhD3, Phoebe Scollard, MA3, Emily H. Trittschuh, PhD4, Jesse B. Mez, 
MD, MS5, William S. Bush, PhD6, Corinne D Engelman, MSPH, PhD7, Qiongshi 
Lu, PhD7, David W. Fardo, PhD8,9, Keith F. Widaman, PhD10, Rachel F. 
Buckley, PhD11,12,13, Elizabeth C. Mormino, PhD14, Brian W. Kunkle, PhD, 
MPH15, Adam C. Naj, PhD16,17, Lindsay R. Clark, PhD7, Katherine A. Gifford, 



 

PsyD1, Alzheimer’s Disease Neuroimaging Initiative (ADNI)18, Alzheimer’s 
Disease Genetics Consortium (ADGC)19, A4 Study Team20, The Alzheimer’s 
Disease Sequencing Project (ADSP)19, Michael L. Cuccaro, PhD15, Carlos 
Cruchaga, PhD21, Margaret A. Pericak-Vance, PhD15, Lindsay A. Farrer, 
PhD5,22, Li-San Wang, PhD17, Gerard D. Schellenberg, PhD17, Jonathan L. 
Haines, PhD6, Angela L. Jefferson, PhD1, Sterling C. Johnson, PhD7, Walter A. 
Kukull, PhD3, Marilyn S. Albert, PhD23, C Dirk Keene, MD, PhD3, Andrew J. 
Saykin, PsyD24,25, Eric B Larson, MD, MPH3,26, Reisa A. Sperling, MD11,13, 
Richard P. Mayeux, MD27,28,29, Paul M Thompson, PhD20, Eden R Martin, 
PhD15, David A Bennett, MD30, Lisa L. Barnes, PhD30, Julie A Schneider, 
MD30, Paul K. Crane, MD, MPH3, Timothy J. Hohman, PhD1,2and Logan 
Dumitrescu, PhD1,2.​
(1)Vanderbilt Memory & Alzheimer’s Center, Vanderbilt University Medical 
Center, Nashville, TN, USA, (2)Vanderbilt Genetics Institute, Vanderbilt 
University Medical Center, Nashville, TN, USA, (3)University of Washington, 
Seattle, WA, USA, (4)VA Puget Sound Health Care System, Seattle Division, 
Seattle, WA, USA, (5)Boston University School of Medicine, Boston, MA, USA, 
(6)Cleveland Institute for Computational Biology, Case Western Reserve 
University, Cleveland, OH, USA, (7)University of Wisconsin School of Medicine 
and Public Health, Madison, WI, USA, (8)College of Public Health, University 
of Kentucky, Lexington, KY, USA, (9)Sanders-Brown Center on Aging, 
University of Kentucky, Lexington, KY, USA, (10)University of California, 
Riverside, Riverside, CA, USA, (11)Massachusetts General Hospital, Harvard 
Medical School, Boston, MA, USA, (12)Melbourne School of Psychological 
Sciences, University of Melbourne, Melbourne, VIC, Australia, (13)Center for 
Alzheimer’s Research and Treatment, Brigham and Women’s 
Hospital/Harvard Medical School, Boston, MA, USA, (14)Stanford University 
School of Medicine, Stanford, CA, USA, (15)John P. Hussman Institutefor 
Human Genomics, Miller School of Medicine, University of Miami, Miami, FL, 
USA, (16)Department of Biostatistics, Epidemiology, and Informatics, 
University of Pennsylvania Perelman School of Medicine, Philadelphia, PA, 
USA, (17)Penn Neurodegeneration Genomics Center, Department of 
Pathology and Laboratory Medicine, University of Pennsylvania Perelman 
School of Medicine, Philadelphia, PA, USA, (18)UC San Francisco, San 
Francisco, CA, USA, (19)Perelman School of Medicine, University of 
Pennsylvania, Philadelphia, PA, USA, (20)Keck School of Medicine, University 
of Southern California, Los Angeles, CA, USA, (21)Washington University 
School of Medicine, St Louis, MO, USA, (22)Boston University School of 
Public Health, Boston, MA, USA, (23)Department of Neurology, Johns 
Hopkins University School of Medicine, Baltimore, MD, USA, (24)Indiana 



 

Alzheimer’s Disease Research Center, Indiana University School of Medicine, 
Indianapolis, IN, USA, (25)Indiana University School of Medicine, Indianapolis, 
IN, USA, (26)Kaiser Permanente Washington Health Research Institute, 
Seattle, WA, USA, (27)Columbia University, New York, NY, USA, (28)The Taub 
Institute for Research on Alzheimer’s Disease and The Aging Brain, Columbia 
University, New York, NY, USA, (29)The Institute for Genomic Medicine, 
Columbia University Medical Center and The New York Presbyterian Hospital, 
New York, NY, USA, (30)Rush Alzheimer’s Disease Center, Rush University 
Medical Center, Chicago, IL, USA 

●​ Sex differences in white matter microstructure in aging and Alzheimer’s 
disease: A multi-site free-water imaging study. Derek B. 
Archer1,2,NiranjanaShashikumar1, Varuna Jasodanand1, Elizabeth E. Moore1, 
Kimberly R. Pechman1, Murat Bilgel3, Lori L. Beason-Held3, Yang An3, 
Shannon L. Risacher4,5, Bennett A. Landman6,7,8, Angela L. Jefferson1,2,9, 
Andrew J. Saykin4,5, Susan M. Resnick3, Timothy J. Hohman​
1Vanderbilt Memory and Alzheimer’s Center, Vanderbilt University School of 
Medicine, Nashville, TN, USA2Vanderbilt Genetics Institute, Vanderbilt 
University Medical Center, Nashville, TN, USA3Laboratory of Behavioral 
Neuroscience, National Institute on Aging, National Institutes of Health, 
Baltimore, MD, USA4Indiana University School of Medicine, Indianapolis, IN, 
USA5Indiana Alzheimer’s Disease Research Center, Indianapolis, IN, 
USA6Vanderbilt University Institute of Imaging Science, Vanderbilt University 
Medical Center, Nashville, TN, USA7Department of Biomedical Engineering, 
Vanderbilt University, Nashville, TN, USA8Department of Electrical and 
Computer Engineering, Vanderbilt University, Nashville, TN, USA9Department 
of Medicine, Vanderbilt University Medical Center, Nashville, TN, USA 

●​ Leveraging longitudinal, multi-site diffusion MRI data in conjunction with 
free-water analysis to characterize patterns of white matter 
neurodegeneration in aging. Derek B. Archer1,2,NiranjanaShashikumar1, 
Varuna Jasodanand1, Elizabeth E. Moore1, Kimberly R. Pechman1, Murat 
Bilgel3, Lori L. Beason-Held3, Yang An3, Andrea Shafer3, Shannon L. 
Risacher4,5, Bennett A. Landman6,7,8, Angela L. Jefferson1,2,9, Andrew J. 
Saykin4,5, Susan M. Resnick3, Timothy J. Hohman1,2.​
1Vanderbilt Memory and Alzheimer’s Center, Vanderbilt University School of 
Medicine, Nashville, TN, USA2Vanderbilt Genetics Institute, Vanderbilt 
University Medical Center, Nashville, TN, USA3Laboratory of Behavioral 
Neuroscience, National Institute on Aging, National Institutes of Health, 
Baltimore, MD, USA4Indiana University School of Medicine, Indianapolis, IN, 
USA5Indiana Alzheimer’s Disease Research Center, Indianapolis, IN, 



 

USA6Vanderbilt University Institute of Imaging Science, Vanderbilt University 
Medical Center, Nashville, TN, USA7Department of Biomedical Engineering, 
Vanderbilt University, Nashville, TN, USA8Department of Electrical and 
Computer Engineering, Vanderbilt University, Nashville, TN, USA9Department 
of Medicine, Vanderbilt University Medical Center, Nashville, TN, USA 

●​ Native American Ancestry is associated with lower risk of Alzheimer’s 
Disease: results from the Genetic of Alzheimer’s disease in Peruvian 
Populations (GAPP) study. Nilton Custodio, PhD, MD1 , Marcio Soto-Ariari, 
PhD2, Rosa Montesinos, MD3, Maritza Pintado Caipa, MD1, Maria Fernanda 
Ore-Gomez, PhD4, CLAUDIA RIVERA-FERNANDEZ, Psic6Ioga5, Dolly 
Reyes-Dumeyer, BS6 and Giuseppe Tosto, MD, PhD6.​
(1)Cognitive impairment diagnosis and dementia prevention unit, lnstituto 
Peruano de Neurociencias, Lima, Peru, (2)Universidad Cat6Iica San Pablo, 
Arequipa, Peru, (3)Instituto Peruano de Neurociencias, Lima, Peru, (4)Instituto 
Peruano de Neurociencia, Lima, Peru, (5)Universidad Nacional de San Agustin 
de Arequipa, AREQUIPA, Peru, (6)Columbia University Irving Medical Center, 
New York, NY, USA 

●​ Hearing loss and dementia in Peruvian populations. Nilton Custodio, PhD, 
MD1, Virgilio E Failoc-Rojas, MA2 , Diego Chambergo-Michilot, MS3 , Diego 
Malaga2 , Maria Fernanda Ore-Gomez, PhD4 , CLAUDIA 
RIVERA-FERNANDEZ, Psic6Ioga5 , Marcie Soto-Aiiari, PhD6, Dolly 
Reyes-Dumeyer, BS7, Sandro Casavilca-Zambrano8 , Rosa Montesinos, MD2 
and Giuseppe Tosto, MD, PhD 7​
(1)Cognitive impairment diagnosis and dementia prevention unit, Institute 
Peruano de Neurociencias, Lima, Peru, (2)Instituto Peruano de 
Neurociencias, Lima, Peru, (3)Facultad de Ciencias de la Salud, Universidad 
Cientifica del Sur, Lima, Peru, (4)Instituto Peruano de Neurociencia, Lima, 
Peru, (5)Universidad Nacional de San Agustin de Arequipa, AREQUIPA, Peru, 
(6)Universidad Cat6Iica San Pablo, Arequipa, Peru, (?)Columbia University 
Irving Medical Center, New York, NY, USA, (8)Instituto Nacional de 
Enfermedades Neoplasicas, Lima, Peru 

●​ Impact of the COVID-19 Pandemic in ADRD Patients and Caregivers in a 
Latin-American Country. Nilton Custodio, PhD, MD1 , Diego Malaga2 , Diego 
Chambergo-Michilot, MS3 , Maria Fernanda Ore-Gomez, PhD4 , CLAUDIA 
RIVERA-FERNANDEZ, Psic6Ioga5 , Marcio Soto-Ariari, PhD6 , Dolly 
Reyes-Dumeyer, BS7 ,Virgilio E Failoc-Rojas, MA2 , Sandro 
Casavilca-Zambrano8 , Rosa Montesinos, MD2 and Giuseppe Tosto, MD, PhD 
7.​



 

(1)Cognitive impairment diagnosis and dementia prevention unit, lnstituto 
Peruano de Neurociencias, Lima, Peru, (2)Instituto Peruano de 
Neurociencias, Lima, Peru, (3)Facultad de Ciencias de la Salud, Universidad 
Cientifica del Sur, Lima, Peru, (4)Instituto Peruano de Neurociencia, Lima, 
Peru, (5)Universidad Nacional de San Agustin de Arequipa, AREQUIPA, Peru, 
(6)Universidad Cat6Iica San Pablo, Arequipa, Peru, Columbia University Irving 
Medical Center, New York, NY, USA, (8)Instituto Nacional de Enfermedades 
Neoplasicas, Lima, Peru 

●​ Association between nutritional status and dementia staging among 
Alzheimer’s disease patients in Peru: Preliminary results of the Genetic of 
Alzheimer’s Disease in Peruvian Population Study. Rosa Montesinos, MD1, 
Diego Chambergo-Michilot, MS2, Diego Malaga 1, Maria Fernanda 
Ore-Gomez, PhD3, CLAUDIA RIVERA-FERNANDEZ, Psic6Ioga4, Marcio 
Soto-Aiiari, PhD5, Dolly Reyes-Dumeyer, BS6, Virgilio E Failoc-Rojas, MA 1, 
Sandro Casavilca-Zambrano7, Nilton Custodio, PhD, MD 1,8 and Giuseppe 
Tosto, MD, PhD6​
(1)lnstituto Peruano de Neurociencias, Lima, Peru, (2)Facultad de Ciencias de 
la Salud, Universidad Cientffica del Sur, Lima, Peru, (3)Instituto Peruano de 
Neurociencia, Lima, Peru, (4)Universidad Nacional de San Agustfn de 
Arequipa, AREQUIPA, Peru, (5)Universidad Cat6Iica San Pablo, Arequipa, 
Peru, (6)Columbia University Irving Medical Center, New York, NY, USA, 
(7)Instituto Nacional de Enfermedades Neoplasicas, Lima, Peru, (8)Cognitive 
impairment diagnosis and dementia prevention unit, lnstituto Peruano de 
Neurociencias, Lima, Peru 

●​ Collection of genetic data in ethnic-based studies across Aymaras, 
Quechuas and Mestizos: the challenges of the Genetics of Alzheimer’s in 
Peruvian Population (GAPP) study. Dolly Reyes-Dumeyer1,2,3, Rosa 
Montesinos4, Maritza Pintado-Caipa4, Maria Fernanda Oré- Gómez5, 
Claudia Rivera-Fernandez6, Marcio Soto-Añari6,7, Nilton Custodio4, 
Giuseppe Tosto1,2,3​
1. Taub Institute for Research on Alzheimer’s Disease and the Aging Brain, 
College of Physicians and Surgeons, Columbia University. 630 West 168th 
Street, New York, NY 10032, USA. 2. The Gertrude H. Sergievsky Center, 
College of Physicians and Surgeons, Columbia University. 630 West 168th 
Street, New York, NY 10032, USA. 3. Department of Neurology, College of 
Physicians and Surgeons, Columbia University and the New York Presbyterian 
Hospital. 710 West 168th Street, New York, NY 10032, USA.4. Unidad de 
diagnóstico de deterioro cognitivo y prevención de demencia, Instituto 
Peruano de Neurociencias, Lima, Perú. 5. Centro de Salud Mental 



 

Comunitario Dr. Alfredo Mendiguri Pineda, Puno, Perú. 6. Instituto de 
Neurociencia Cognitiva, Arequipa, Perú.7. Laboratorio de Neurociencia, 
Universidad Católica San Pablo, Arequipa, Perú. 

●​ Sex differences in APOEeffects on cognition are domain-specific. Alex G. 
Contreras, Skylar Walters, Shubhabrata Mukherjee, Michael L. Lee, Seo-Eun 
Choi, Phoebe Scollard, Emily H. Trittschuh, Jesse Mez,WilliamS. Bush, Corinne 
D.Engelman, Qiongshi Lu, David W. Fardo, Keith F. Widaman, Rachel Buckley, 
Elizabeth Mormino, Brian Kunkle,Adam C. Naj,Lindsay R. Clark, Katherine A. 
Gifford, The Alzheimer’s Disease Neuroimaging Initiative (ADNI)*, 
Alzheimer’sDisease Genetics Consortium (ADGC), The Alzheimer’s Disease 
Sequencing Project (ADSP), Michael L. Cuccaro, Carlos Cruchaga, Margaret 
A. Pericak-Vance, Lindsay A. Farrer, Li-San Wang, Gerard Schellenberg, 
JonathanL. Haines, Angela L. Jefferson, Sterling C. Johnson, Walter A. Kukull, 
Marilyn S. Albert, C. Dirk Keene, AndrewJ. Saykin, Eric B. Larson, Reisa A. 
Sperling, Richard Mayeux,Paul M Thompson,Eden R. Martin, David A. Bennett, 
Lisa Barnes, Julie A. Schneider, Paul K. Crane, Timothy J. Hohman,and Logan 
Dumitrescu 

●​ Cognitive resilience polygenic risk score sensitive to preclinical disease 
changes. Jaclyn M. Eissman, BS1,2, Omair A. Khan, MAS3, Dandan Liu, PhD3, 
Vladislav A Petyuk, PhD4, Katherine A. Gifford, PsyD1, Logan Dumitrescu, 
PhD1,2, Angela L. Jefferson, PhD1and Timothy J. Hohman, PhD1,2.​
(1)Vanderbilt Memory & Alzheimer’s Center, Vanderbilt University Medical 
Center, Nashville, TN, USA, (2)Vanderbilt Genetics Institute, Vanderbilt 
University Medical Center, Nashville, TN, USA, (3)Department ofBiostatistics, 
Vanderbilt University Medical Center, Nashville, TN, USA, (4)Biological 
Sciences Division and Environmental Molecular Sciences Laboratory, Pacific 
Northwest National Laboratory, Richland, WA, USA, Richland, WA, USA 

●​ Longitudinal GWAS Identifies Novel Genetic Variants and Complex Traits 
Associated with Resilience to Alzheimer’s Disease. Jared Phillips1, Logan 
Dumitrescu1,2, Derek Archer1,2, Alexandra Smith1, Shubhabrata Mukherjee3, 
Michael L. Lee3, Seo-Eun Choi3, Phoebe Scollard3, Emily H. Trittschuh4,5, 
Jesse Mez6, Emily R. Mahoney1,2, William S. Bush7, Corinne D. Engelman8, 
Qiongshi Lu9,10, David W. Fardo11,12, Keith F. Widaman13, Rachel 
Buckley14,15,16, Elizabeth Mormino17, Theresa M. Harrison18, R. Elizabeth 
Sanders3, Lindsay R. Clark10,19,20, Katherine A. Gifford1,  Badri 
Vardarajan21,22,23, The Alzheimer’s Disease Neuroimaging Initiative (ADNI)*, 
Alzheimer’s Disease Genetics Consortium (ADGC), The Alzheimer’s Disease 
Sequencing Project (ADSP), Michael L. Cuccaro24,25, Margaret A. 



 

Pericak-Vance24, Lindsay A. Farrer6,26,27, Li-San Wang28, Gerard 
Schellenberg28, Jonathan L. Haines7, Angela L. Jefferson1, Sterling C. 
Johnson20, Walter A. Kukull29, Marilyn S. Albert30, C. Dirk Keene31, AndrewJ. 
Saykin32, Eric B. Larson3,33, Reisa A. Sperling14, Richard 
Mayeux21,22,23,Alison Goate34,35, Sarah Neuner34,35, Alan Renton34,35, 
Edoardo Marcora34,35, Brian Fulton-Howard34,35, Tulsi Patel34,35,David A. 
Bennett36, Julie A. Schneider36, Paul K. Crane3, and Timothy J. Hohman​
1Vanderbilt Memory and Alzheimer’s Center, Vanderbilt University Medical 
Center, Nashville, TN2Vanderbilt Genetics Institute, Vanderbilt University 
Medical Center, Nashville, TN3Department of Medicine, University of 
Washington, Seattle, WA4Department of Psychiatry and Behavior Sciences, 
University of Washington School of Medicine, Seattle, WA5VA Puget Sound 
Health Care System, GRECC, Seattle, WA6Department of Neurology, Boston 
University School of Medical, Boston, MA7Cleveland Institute for 
Computational Biology, Department of Population & Quantitative Health 
Sciences, Case Western Reserve University, Cleveland, OH8Department of 
Population Health Sciences, School of Medicine and Public Health, University 
of Wisconsin-Madison, Madison, WI9Department of Statistics, University of 
Wisconsin-Madison, Madison, WI10Department of Biostatistics and Medical 
Informatics, University of Wisconsin-Madison, Madison, WI11Department of 
Biostatistics, College of Public Health, University of Kentucky, Lexington, 
KY12Sanders-Brown Center on Aging, University of Kentucky, Lexington, 
KY13University of California at Riverside, Riverside, CA14Department of 
Neurology, Massachusetts General Hospital/Harvard Medical School, 
Boston, MA15Center of Alzheimer’s Research and Treatment, Department of 
Neurology, Brigham and Women’s Hospital/Harvard Medical School, Boston, 
MA16Melbourne School of Psychological Sciences, University of Melbourne, 
Melbourne, Australia17Departmentof Neurology and Neurological Sciences, 
Stanford University, Stanford, CA18Helen Wills Neuroscience Institute, 
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University of Wisconsin-Madison, Madison, WI20Geriatric Research and 
Education Center, William S. Middleton Memorial Veteran’s Hospital, 
Madison, WI 21Department of Neurology, Columbia University, New York, 
NY22The Taub Institute for Research on Alzheimer’s Disease and The Aging 
Brain, Columbia University, New York, NY23The Institute of Genomic 
Medicine, Columbia University Medical Center and The New York 
Presbyterian Hospital, New York, NY24John P. Hussman Institute for Human 
Genomics, University of Miami School of Medicine, Miami, FL25Dr. John T. 
Macdonald Foundation, Department of Human Genetics, University of Miami, 
Miami, FL26Department of Biostatistics, Boston University School of Public 



 

Health, Boston, MA27Department of Medicine (Biomedical Genetics), 
Boston University School of Medicine, Boston, MA28Penn 
Neurodegeneration Genomics Center, Department of Pathology and 
Laboratory Medicine, University of Pennsylvania Perelman School of 
Medicine, Philadelphia, PA29Department of Epidemiology, University of 
Washington, Seattle, WA30Department of Neurology, Johns Hopkins 
University School of Medicine, Baltimore, MD31Department of Laboratory 
Medicine and Pathology, University of Washington, Seattle, 
WA32Department of Radiology and Imaging Sciences, Indiana University 
School of Medicine, Indianapolis, IN33Kaiser Permanente Washington Health 
Research Institute, Seattle, WA34Ronald M. Loeb Center for Alzheimer’s 
Disease, Friedman Brain Institute, Icahn School of Medicine at Mount Sinai, 
New York, NY, USA.35Department of Genetics and Genomic Sciences, Icahn 
School of Medicine at Mount Sinai, New York, NY, USA.36Rush Alzheimer’s 
Disease Center, Rush University Medical Center, Chicago, IL 

●​ Rare Genetic Risk in Progressive Supranuclear Palsy. Timothy S Chang, MD 
PhD1, Hui Wang, PhD2,3, Wan-Ping Lee, PhD2,3, Urvashi Kumar, BS1, Yuk Yee 
Leung2,3, Dennis W Dickson4, Clifton Dalgard5,6, Li-San Wang2,3, Gerard 
Schellenberg, PhD2,3, Daniel H Geschwind, MD PhD7,8,9,10​
1Movement Disorders Programs, Department of Neurology, David Geffen 
School of Medicine, University of California, Los Angeles, Los Angeles, CA 
90095, USA2Department of Pathology and Laboratory Medicine, Perelman 
School of Medicine, University of Pennsylvania, PA 19104, USA3Penn 
Neurodegeneration Genomics Center, Perelman School of Medicine, 
University of Pennsylvania, PA 19104, USA4Department of Neuroscience, 
Mayo Clinic, Jacksonville, FL5Department of Anatomy Physiology& Genetics, 
Uniformed Services University of the Health Sciences. Bethesda, MD 20814, 
USA6The American Genome Center, Uniformed Services University of the 
Health Sciences. Bethesda, MD 20814, USA7Program in Neurogenetics, 
Department of Neurology, David Geffen School of Medicine, University of 
California, Los Angeles, Los Angeles, CA 90095, USA8Department of 
Neurobiology and Behavior, School of Biological Sciences, University of 
California, Irvine, CA 92697, USA9Department of Human Genetics, David 
Geffen School of Medicine, University of California, Los Angeles, Los 
Angeles, CA 90095, USA10Institute of Precision Health, University of 
California, Los Angeles, Los Angeles, CA 90095, USA 

●​ Beyond the Uniform Data Set (UDS): Benefits of incorporating additional 
items for the measurement of memory, executive functioning, and language 
from the University of Pittsburgh Alzheimer’s Disease Research Center. 



 

Seo-Eun Choi, PhD1, Shubhabrata Mukherjee, PhD, MS2, Laura E Gibbons, 
PhD1, Emily H. Trittschuh, PhD3.4,5, Michael L. Lee, PhD, MPH1, Phoebe 
Scollard, MA 1, R. Elizabeth Sanders, BA 1, Beth E Snitz, PhD6•7, Robert 
Sweet6,8, Oscar L. Lopez, MD6•7, Jesse B. Mez, MD, Ms9,10,11, Andrew J. 
Saykin, PsyD12,13,14, Timothy J. Hohman, PhD15,16,17 and Paul K. Crane, MD, 
MPH1 •2,​
(1)University of Washington, Seattle, WA, USA, (2)Department of General 
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Pittsburgh Healthcare System, Pittsburgh, PA, USA, (9)Department of 
Neurology, Boston University School of Medicine, Boston, MA, USA, (1 
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(11)Boston University School of Medicine, Boston, MA, USA, (12)Department 
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●​ Development of harmonized and co-calibrated scores for memory, 
executive functioning, language, and visuospatial in the Australian Imaging, 
Biomarkers and Lifestyle (AIBL) Study, the Alzheimer’s Disease Neuroimaging 
Initiative (ADNI), and the National Alzheimer’s Coordinating Center (NACC) 
datasets. Paul K. Crane, Emily Trittschuh, Jesse Mez, Andrew J. Saykin, R. 
Elizabeth Sanders, Laura E. Gibbons, Michael Lee, Phoebe Scollard, Seo-Eun 
Choi, Stephanie R. Rainey-Smith, Cheyenne Chooi, Brandon Gavett, Paul 
Maruff, David Ames, Jessica Culhane, Kathryn Gauthreaux, K.C. Gary Chan, 
Sarah Biber, Kari Stephens, Walter Kukull, Logan Dumitrescu, Timothy 
Hohman, for the Alzheimer’s Disease Neuroimaging Initiative, Shubhabrata 
Mukherjee 

●​ Composite scores for memory, executive functioning, and language 
performance harmonized across waves from the National Alzheimer’s 
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