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e The Relationship of Alzheimer’s Disease, Stroke and Ancestry inthe Puerto
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Mena, MD4,5, Larry D. Adams3,5,?,B,9,10, Heriberto Acosta, MD11, Nereida |
Feliciano, MD12, Alexandra Lopez, BSN2, Michael L. Cuccaro, PhD3,4,5,7,B,13,
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Contrerasl, Jose Javier Sanchezl, Sergio Tejadal, Pedro R. Menal, Takiyah
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e Characterization of a diverse Frontotemporal Dementia cohort, enriched for
Caribbean Hispanic patients. Anisley Martinez, Farid Rajabli, Esther Gu,
Sergio Tejada, Erika Negro, Humberto Acosta, Baumel, Camargo, Sun, Jeff
Vance, Mike Cuccaro, Margaret Pericak-Vance, Karen Nuytemans.

e The Alzheimer’s Disease Sequencing Project Follow Up Study (ADSP-FUS):
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Beechaml,2 ,Hugh C. Hendrie3, Olusegun Baiyewu4, Adesola Ogunniyi4,
Sujuan Gaob, Nicholas A. Kushchl, Kara L. Hamilton-Nelson]1, Juan Youngl,2,
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Wang]l,2, Fulai Jiné , Xiaoxiao Liué, Briseida E. Feliciano-Astacio?, Alzheimer’s
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